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FIGURE 1 
BFA4 cDNM Sequence 

(at^tccggaaaaagaacccccctctgagaaa 

ggtatctggaaagaacaaagaa1tctctgcagatcagatgtcagaaaatacggatcagagtgatgct 
5 ggaacatagcttgcatgttcaagatccatcttctagcagtaagaac^ 

TTATGA71AGCCCCAGTAAGGGAGGAAACTTTCCCTCCTTTCCGCATGATGAGGTGACAGACAGA 

AGCTGCTGGGGGAGTCTGTGAGCCCTTGAAGTCTCCGCAAAGAGCAGAGGCAGATGACCCTCAAGATATG^ 

GGACTCACTGGAGACAAAGGAAGATCAGAAGATGTCACCAAAGGCTAGAGAGGAAACAGGG 

TCAAGGTTTGAGCCCAGTTTCAGTGGCCTCAAAAAACCCACAAGTGCCTTCAGATGGGG 
10 CTTACTGGTGAATGACAACCCAGACCCGGCACCTCTGTCTCC^GAGCrTCAGGACTT^ 

CGGCAACGACCCCACAGATCTGATTAAGCACTTCCGAAAGTATCACTTAGGACTGCATAACCGCACCAGGCAAGATC 

CAGCAAAATCTTGGCCCTTCATAACATGGTGCAGTTCAGCCATTCCAAAGACTTCCAGAAGGTCAACCGT^ 
• GCTGCAGGACATCAATTCTTCAAGGCCTGTTTTACTAAATGGGACCTATGATGTGCAGGTGACT 

TGGACGGAAAACACCAGATTGCCAAGGGAACACCAAGTATTTCCGCTGTAAATTCTGCAATTTCACTTAT^ 
15 CGAATTAGAACAACATTTTCTTCAGACTCACCCAAACAAAATAAAAGCTTCTCTCCCCTCCTCT 

AAACTCTAACAAGTCCATCCCTGCACTTCAATCGAGTGATTCTGGAGACTTGGGA^ 

AGATGACACTCCTGTTGGGTACTCAGTGCCCATAAAGCCCCTCGATTCCTCTAGACAAAATGGTACAGAGGCCA 
GTGTAAATTTTGTAGTTTC^GCTGTGAGTCATCTAG 
AGGCGGCCTTAATCCAGAGTTAAATGATMGCTTTCCAGGGGCTC^ 
20 GACAATGACC^UVGACAGACAAGAGCTCGAGTGGGGCTAAAAAGAA 
CTATAATTGTCAGTTCTGTGACTTCCGATATTCCAAAAGCCAT^ 

ACAGCTCCTVTAACATTCACAAGTGTACCATTAAACACT^ • 

AATTACTTATCCGTTTGCTTGTAGAAAAAGTAATTGTTCCCACTGTGCACTCTTGCTTCTGCACTTGTCTCCTGGGGCGGCTGGAAG 
CTCGCGAGTCAAACATCAGTGCCATCAGTGTTCATTCACCACCCCTGACGTAGATGTACTCCTCTTTCACTATGAAA 
25 GTC CCAAG CATCGGATGTC^U^C^^GAAG CAAATCA CCTGCAAGG ATCGGATGGGCAG CAGT CTGTCAAGGAAAGCAAAGAACACTC 
ATGTACCAAATGTGATTTTATTACCCAAGTGGAAGAAGAGAT 
GTGCAGTTTTACAGCTGCCGATACTCAGTCACTACTGGAGCACTT(^^ 
CGGCGAAGAGGACGGTCATGCCATATCCACC^TCAAAGAGGAGCCCAAAATTC^ 

TAAAATGGGAGAGCCAGTTTCTGAGAGTGTGGTGAAGAGAGAGAAGCTGGAAGAGAAGGACGGGCTCAAAGAGAAAGTTTGGACCGA 
30 GAGTTCCAGTGATGACCTTCGCAATGTGACTTGGAGAGGGGCAGACATCCTGCGGGGGAGTCCGTCATACACCCAAGCAAGCCTGGG 
GCTGCTGACGCCTGTGTCTGGCACCCAAGAGCAGACAAAGACTCTAAGGGATAGTCCCAATGTGGAGGCCGCCCATCTGGCGCGACC 
TATTTATGGCTTGGCTGTGGAAACCAAGGGATTCCTGCAGGGGGCGCCAGCTGGCGGAGAGAAGTCTGGGGCCCTCCCCCAGCAGTA 
TCCTGCATCGGGAGAAAACAAGTCCAAGGATGAATCCCAGTCCCTGTTACGGAGGCGTAGAGGCTCCGGTGTTTTTTGTGCCAATTG 
CCTGACCACAAAGACCTCTCTCTGGCGAAAGAATGCAAATGGCGGATATGTATGCAACGCGTGTGGCCTCTACCAGAAGCTTCACTC 
35 GACTCCCAGGCCTTTAAACATCATTAAACAAAACAACGGT^ 

ACTTCAGGCTGAGCAGCTCAACAAACAGCAGAGGGGCAGCAATGAGGAGCAAGTCAATC 

TCTVTCTAACTGAAAGTCACCAGAGAGAAATTCCACTCCCC^ 

TGCTCAGCAGCCAGTCCTGGTCAGCCAAACTCTGGATATTCA 

AAGTACTGGAGATCCAGGAAATAGTTCATCCGTATCTGAAGGGAAAGGAA^ 

40 ACCTGCGAAACACCC^AATTATTCACCACCAGGCAGCCCTATTGAAAAGTACCAGTACCCACTTTTTGGACTTC 

TGACTTCCAGAGTGAAGCTGATTGGCTGCGGTTCTGGAGTAAATATAAGCTCTCCGTTCCTGGGAATCCGCACTACTTGAGTCACGT 

GCCTGGCCTACCAAATCCTTGCCAAAACTATGTGCCTTATCCCACCTTCAATCTGCCTCCTCATTTTTCAGCTGTTGGATCAGACAA 
TGACATTCCTCTAGATTTGGCGATCAAGCATTCCAGAC^ 

AAATGTAAAAAATGAAGGTCCCTTGAATGTAGTAAAAACAGAGAAAGTTGATAGAAGTACTCAAGATGAACTTTCAACA 
45 GCACTGTGGCATTGTCTTTCTGG&TGAAGTGATGTATGCT^ 

ATGCCAGCATCTTTGC ACGGA CAAATATGACTTCACAACACATATCCAGAGGGGCCTGCATAGGAA 

tggaaaacctaaagagItaa* 
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FIGURE 2 
BFA4 Amino Ticid Sequence 

MVRKKNPPLRNVASEGEGQILEPIGTESKVSGKN 
SKKDLKSAVLSEKAGFNYESPSKGGNFPSFPHDEVTO 

CTPSGDSLETKEDQKMSPKATEETGQAQSGQT^NCQGLSPVSVASKNPQVPSDGGVRLNKSKTDLLVNDNP 

DPAPLSPELQDFKCNICGYGYYGNDPTDLIKHFRKYHLGLHNRTRQDAELDSKILALHNMVQFSHSI<^ 

KVNRSVFSGVLQDINSSRPVLLNGTYDVQVTSGGTFIGIGRKTPDCQGNTKYFRCKFCNFTYMGNSSTEL 

EQHFLQTHPNKIKASLPSSEVAKPSEKNSNKSIPALQSSDSGDLGKWQDKITVKAGDDTPVGYSVPIKPL 

DSSRQNGTEATSYYWCKFCSFSCESSSSLKLLEHYGKQHGAVQSGGLNPELNDKLSRGSVINQNDLAKSS 

EGETMTKTDKSSSGAKKKDFSSKGT^DNMVTSYNCQFCDFRYSKSHGPDVIVVGPLLRHYQQLHNIHKCT 

I KHCPFCPRGLCS PEKHLGE I TYPFACRKSNCSHCALLLLHLS PGAAGS SRVKHQCHQCS FTTPDVDVLL 

FHYESVHESQASDVKQEANHLQGSDGQQSVKESKEHSCTKCDFITQVEEEISRHYRRAHSCYKCRQCSFT 

AADTQSLLEHFNTVHCQEQDITTANGEEDGHAISTIKEEPKIDFRVYNLLTPDSKMGEPVSESWKREKL 
EEKDGLKEICWTESSSDDLRNVTWRGADILRG 

PIYGLAVETKGFLQGAPAGGEKSGALPQQYPASGENKSKDESQSLLRRRRGSGVFCANCLTTKTSLWRKN 
ANGGYVCNACGLYQKLHSTPRPLNIIKQNNGEQIIRRRTRKRLNPEALQAEQLNKQQRGSNEEQVNGSPL 
ERRSEDHLTESHQREIPLPSLSKYEAQGSLTKSHSAQQPVLVSQTLDIHKRMQPLHIQIKS PQESTGDPG 
NSSSVSEGKGSSERGSPIEKYMRPAKHPNYSPPGSPIEKYQYPLFGLPFVHNDFQSEADWLRFWSKYKLS 
VPGNPHYLSHVPGLPNPCQNYVPYPTFNLPPHFSAVGSDNDIPLDLAIKHSRPGPTANGASKEKTKAPPN 
VKNEGPL>T\A^KTEKVDRSTQDELSTKCVHCGI VFLDEVMYALHMSCHGDSGPFQCS I CQHLCTDKYDFTT 
H I QRGLH RNNAQ VE KNG KP KE 
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FIGURE 3 

A. BCY1 cDNA Sequence 

5 TGCAAGATTAAGGCCTTGAGGGCCAAGACCAACACCTACATCAAGACACC^ 

GTGACAGGGCGACGGGAGGACGTGGCCACAGCCCGGCGGGAAATCATCTCAGCAGCGGAGCACTTCTCCATGATCCGT 
GCCTCCCGCAACAAGTCAGGCGCCGCCTTTGGTGTGGCTCCTGCTCTGCCCGGCCAGGTGACCATCCGTGTGCGGGTG 
CCCTACCGCGTGGTGGGGCTGGTGGTGGGCCCCAAAGGGGCAACCAT(^AGCGCATCCAGCAGCAAACCAACACATAC 
ATTATCACACCAAGCCGTGACCGCGACCCCGTGTTCGAGATCACGGGTGCCCCAGGCAACGTGGAGCGTGCGCGCGAG 

10 GAGATCGAGACGCACATCGCGGTGCGCACTGGC^GATCCTCGAGTAC^C^TGAAAACGACTTCCTGGCGGGGAGC 
CCCGACGCAGCAATCGATAGCCGCTACTCCGACGCCTGGCGGGTGCACCAGCCCGGCTGCAAGCCCCTCTCCACCTTC 
CGGCAGAACAGCCTGGGCTGCATCGGCGAGTGCGGAGTGGACTCTGGCTTTGAGGCCCCACGCCTGGGTGAGCAGGGC 
GGGGACTTTGGCTACGGCGGGTACCTCTTTCCGGGCTATGGCGTGGGCAAGCAGGATGTGTACTACGGCGTGGCCGAG 
ACTAGCCCCCCGCTGTGGGCGGGCCAGGAGAACGCCACGCCCACCTCCGTGCTCTTCTCCTCYKCCTCCTCCTCCTCC 

15 TCCTCTTCCGCCAAGGCCCGCGCTGGGCCCCCGGGCGCACACCGCTCCCCTGCCACTTCCGCGGGACCCGAGCTGGCC 
GGACTCCCGAGGCGCCCCCCGGGAGAGCCGCTCCRGGGCTTCTCTAAACTTGGTGGGGGCGGCCTGCGGAGCCCCGCA 
GCCGGCGGGCGGGATTGCATGGTCTGCTTTGAGAGCGAAGTGACTGCCGCCCTTGTGCCCTGCGGACACAACCTGTTC 
TGCATGGAGTGTGCAGTACGCATCTGCGAGAGGACGGACCCAGAGTGTCCCGTCTGCCACATCACAGCCACGCAAGCC 
ATCCGAATATTCTCCTAAGCCCCGTGCCCCATGCCTCCGGGGCCCACTCCACTGGGCCCACCCTGGACCTGTTTTCCA 

20 CTAAAGCCTTTTGGAAAGCGGTGATTTGAGGGGCAAGGTGCTTAGAGATACTCGCTCGCTGGGGAAGGGGGGAGGGAG 
GCAGTGGTGGCTGGAGGGTGCGCCACTTTCAGAGCCTCTGGTCACCCTGTCCTGGAAAGATTGGGAGGGGGCCAGACT 
GAAAATTTTACTAGAGTTACAACTCTGATACCTC^LACACACCCTTAAATCTGGAAGCAGCTAAGAGAAACTTTTGTTT 
TGCCAGAGGTGGCCACTAAGGCATTCTGACGCCCTCTGCCCACCTCCCCCGCTGTGTGTCACTCCACCCCTTCTTCCG 
AGGAGGGGGTGGGTAAAAGGGAGAGGGAGAATTACCACCTGTATCTAGAGGTGCTCTTTGCAATCCCTAAGCCCTCTG 

25 GTCCTGACCTCCGACCTCCCAGCTCTGTCTTGTTCCTTGTCTTTGTCTTTCTTCCCTTCCCCCTGCCCCTGCCCCTAC 

CAGCCCAGCTTTGGGGACACCATCCTTCTGGGGAGAAGTAGGGGGAGGAATATTTGGATGGTCCCTCCATTCCTCTTC . . 
AGGCATCTGGAGGCCCTCTCCCCCACTCCTCCAAAGAAACATCTCAAATTATTGATGGAATGTATCCCCATTCTCAGT 
GAAAATGTGAGGAGGGGACTAATACTGGGGTAAAGGGTCAAACCCCCACCTTCATCACTATGGGCATTATATTTAGGG 
AGTAGTTCTTGGGCTGGATTTTCTGGTTGTGGAAGTGGGGGCGCCAGAGTAGTGTGTCTGCTATTTAAAGGAGCAGGA 

30 AAGGGCGTGAGGCAGGAGGAGAGACTGGTGGAGGGAAGAGCTGCTCCTCCCATGCAGTGCCCGACTCCCTGCACCCCT 
CTCAACCTGACCTGAACCTTTATTGAATCCTTATTAGCTTGAATCCTTATTAGCTTGAATCCTCCATGCAAATCATGG 
AGTCTGTGTCCCACCTGATGTGGTTGAGGAGAAGCCAGGTCTTCAAAGAGGGGTCAGCCTGGGGCAAAGCAGGACTGG 
GGGGAGGTGGGCAGCAGGGCCTATTCTGAGAATCACATATTGTTACAGGCCTTGCACCCCCTTTGCTGCTTCCCTCCT 
GCTCATTTGGGGCTGCCACCAGCTCTCCACCCTCCTGGTTCCGCTGGCCGGGCCAAGAGAGGATGGAGGGATGGGAGT 

35 CCCAGGAGATCCTTGTAAATAGTGGGGTGGGACTGTTCTGAGTGATCACCCGAGCACTTAAAGCTCCAGAGTCCCATT 
CTTCCTGGATGGAGCAGGTGGAGGTGCAGAGGGGATTTCCTCCTCTCCTTCCTCCTGTCGAGAATTAACACCTCTCCA 
CAGCCTTCCCCTCCAGAACACCAGCCAGGGAGGGGTGGGGAAGGAGGTCACAGCCAAGAAAACTGCCCTGTGACGACT 
TCCCTCCTTCCCGCCTATGTGAGCCATCCTGAGATGTCTGTACAATAGAAACCAAACCAAATGGGCACCCTCGGTTGC 
CGGGGGGCAGGTGGGGAGGGGGGTGGGAAGAAGGGATGTCTGTCTGTCGTCCCCCTCCCCCTCTCCACTCTTTACCCA 

40 CAAAGGCAGAAGACTGTTACACTAGGGGGCTCAGCAAATTCAATCCC^CCCTTACCAATTGAGCCAAACCTAGAAACA 
AACACAAAACACGAATAGTGAGAGACAAAATAGAGGAGAGAAAGAGAGCATGAGAGGGAGCGAGACAGGCGACCAACA 
CAGAGGAGAGAAAACAAAAATAGCAAAAAAAAAAAAAAAAAA 



45 B. BCY1 Amino Acid Sequence 

■ 

MAELRLKGSS NTTECVPVPT SEHVAEIVGR QGCKIKALRA KTNTYIKTPV RGEEPVFMVT 
GRREDVATAR REIISAAEHF SMIRASRNKS GAAFGVAPAL PGQVTIRVRV PYRWGLWG 
PKGATIKRIQ QQTNTYIITP SRDRDPVFEI TGAPGNVERA REEIETHIAV RTGKILEYNN 
ENDFLAGSPD AAIDSRYSDA WRVHQPGCKP LSTFRQNSLG CIGECGVDSG FEAPRLGEQG 
50 GDFGYGGYLF PGYGVGKQDV YYGVAETSPP LWAGQENATP TSVLFSSASS SSSSSAKARA 
GPPGAHRSPA TSAGPELAGL PRRPPGEPLQ GFSKLGGGGL RSPGGGRDCM 
VCFESEVTAA LVPCGHNLFC MECAVRICER TDPECPVCHI TAAQAIRIFS 
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FIGURE 4 

ATGACAAAGAGGAAGAAGACCATCAACCTTAATATACAAGACGCCCAGAAGAGGACTGCTCTACACT 
AATGGCCATGAGGAAGTAGTAACATTTCTGGTAGACAGAAAGTGC 

CCTCTGATGAAGGCTCTACAATGCCATCAGGAGGCTTGTGCAAATATTCTGATAGATTCTGGTGCCGATATAAA 
5 GTAGATGTGTATGGCAACATGGCTCTCCATTATGCTGTTTATAGTGAGATTTTGTCAGTGG 
CATGGTGCAGTCATCGAAGTGCACAACAAGGCTAGCCTCACACCACTTTTA 
ATTGTGGAATTTTTGCTGATAAAAAATGCAAATGCGAATGCAGTTAATAAGTATAAATGCACA 

GTATGTCATGGATCATCAGA.GATAGTTGGCATGCTTCTTCAGCAAAATGTTGACGTCTTTGCTGCAGATATATGTGGA 
GTAACTGCAGAACATTATGCTGTTACTTGTGGATTTCATC^ 

10 TCTAAAAATCATCAAAATACCAATCC^GAAGGAACATCTGCAGGAACACCTGATGAGGCTGCACCCTTGGCGGAAAGA 
ACACCTGACACAGCTGAAAGCTTGGTGGAAAAAACACCTGATGAGGCTGCACCCTTGGTGGAAAGAACACCTGACACG 
GCTGAAAGCTTGGTGGAAAAAACACCTGATGAGGCTGCATCCTTGGTGGAGGGAACATCTGACAAAATTCAATGTTTG 
GAGAAAGCGACATCTGGAAAGTTCGAACAGTCAG<^GAAGAAACACCTAGGGAAATTACGAGTCCTGCAAAAGAAACA 
TCTGAGAAATTTACGTGGCCAGCAAAAGGAAGACCTAGGAAGATCGCATGGGAGAAAAAAGAAGACACACCTAGGGAA 

1 5 ATTATGAGTCCCGCAAAAGAAACATCTGAGAAATTTACGTGGGCAGCAAAAGGAAGACCTAGGAAGATCGCATGGGAG 
AAAAAAGAAACACCTGTAAAGACTGGATGCGTGGCAAGAGTAAC^TCTAATAAAACTAAAGTTTTGGAAAAAGGAAGA 
TCTAAGATGATTGCATGTCCTACAAAAGAATCATCTACAA 

AAACAAGAGGAAGATGAAGAATATTCTTGTGATTCTCGGAGTCTCTTTGAGAGTTCTGCAAAGATTCAAGTGTGTATA 
CCTGAGTCTATATATCAAAAAGTAATGGAGATAAATAGAGAAGTAGAAGAGCCTCCTAAGAAGCCATCTGCCTTCAAG 

20 CCTGCCATTGAAATGCAAAACTCTGTTCCAAATAAAGCCTTTGAATTGAAGAATGAACAAACATTGAGAGCAGATCCG 
ATGTTCCCACCAGAATCCAAACAAAAGGACTATGAAGAAAATTCTTGGGATTCTGAGAGTCTCTGTGAGACTGTTTCA 
CAGAAGGATGTGTGTTTACCCAAGGCTACACATCAAAAAGAAATAGATAAAATAAATGGAAAATTAGAAGAGTCTCCT 
AATAAAGATGGTCTTCTGAAGGCTACCTGCGGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGAAGGACATG 
CAAACTTTCAAAGCGGAGCCTCCGGGGAAGCCATCTGCCTTCGAGCCTGCCACTGAAATGCAAAAGTCTGTCCCAAAT 

25 AAAGCCTTGGAATTGAAAAATGAACAAACATGGAGAGCAGATGAGATACTCCCATCAGAATCGAAACAAAAGGACTAT 
GAAGAAAATTCTTGGGATACTGAGAGTCTCTGTGAGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTGCGCAT 
CAAAAAGAAATAGATAAAATAAATGGAAAATTAGAAGGGTCTCCTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGA 
ATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACATGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGCCA 
TCTGCCTTCGAGCCTGCCATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTG 

30 AGAGCAGATGAGATACTCCCATCAGAATCCAAACAAAAGGACTATGAAGAAAGTTCTTGGGATTCTGAGAGTCTCTGT 
GAGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTAC^CATCAAAAAGAAATAGATAAAATAAATGGAAAATTA 
. GAAGAGTCTCCTGATAATGATGGTTTTCTGAAGGCTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAA 
TTGATGGACATGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGAAATGCAAAAG 
TCTGTTCGAAATAAAGCCTTGGAATTGAAGAATGAACAAAC^ 

35 CA7^AAGAAGGTTGAAGAAAATTCTTGGGATTCTGAGAGTCTCCGTGAGACTGTTTCACAGAAGGATGTGTGTGTACCC 
AAGGCTACACATCAAAAAGAAATGGATAAAATAAGTGGAAAATTAGAAGATTCAACTAGCCTATCAAAAATCTTGGAT 
ACAGTTCATTCTTGTGAAAGAGCAAGGGAACTTCAAAAAGATCACTGTGAACAACGTACAGGAAAAATGGAACAAATG 
AAAAAGAAGTTTTGTGTACTGAAAAAGAAACTGTCAGAAGCAAAAGAAATAAAATCACAGTTAGAGAACCAAAAAGTT 
AAATGGGAACAAGAGCTCTGCAGTGTGAGATTGACTTTAAACCAAGAAGAAGAGAAGAGAAGAAATGCCGATATATTA 

40 AATGAAAAAATTAGGGAAGAATTAGGAAGAATCGAAGAGCAGCATAGGAAAGAGTTAGAAGTGAAACAACAACTTGAA 
CAGGCTCTCAGAATACAAGATATAGAATTGAAGAGTGTAGAAAGTAATTTGAATCAGGTTTCTCACACTCATGAAAAT 
GAAAATTATCTCTTACATGAAAATTGCATGTTGAAAAAGGAAATTGCCATGCTAAAACTGGAAATAGCCACACTGAAA 
CACCAATACCAGGAAAAGGAAAATAAATACTTTGAGGACATTAAGATTTTAAAAGAAAAGAATGCTGAACTTCAGATG 
ACCCTAAAACTGAAAGAGGAATCATTAACTAAAAGGGCATCTCAATATAGTGGGCAGCTTAAAGTTCTGATAGCTGAG 

45 AACACAATGCTCACTTCTAAATTGAAGGAAAAACAAGACAAAGAAATACTAGAGGCAGAAATTGAATCACACCATCCT 
AGACTGGCTTCTGCTGTACAAGACCATGATCAAATTGTGACATCAAGAAAAAGTCAAGAACCTGCTTTCCACATTGCA 
GGAGATGCTTGTTTGCAAAGAAAAATGAATGTTGATGTGAGTAGTACGATATATAACAATGAGGTGCTCCATCAACCA 
CTTTCTGAAGCTCAAAGGAAATCCAAAAGCCTAAAAATTAATCTCAATTATGCAGGAGATGCTCTAAGAGAAAATACA 
TTGGTTTCAGAACATGCACAAAGAGACCAACGTGAAACACAGTGTCAAATGAAGGAAGCTGAACACATGTATCAAAAC 

50 GAACAAGATAATGTGAACAAACACACTGAACAGC^GGAGTCTCTAGATCAGAAATTATTTCAACTACAMGCAAAAAT 
ATGTGGCTTCAACAGCAATTAGTTCATGCACATAAGAAAGCTGACAACAAAAGCAAGATAACAATTGATATTCATTTT 
CTTGAGAGGAAAATGCAACATCATCTCCTAAAAGAGAAAAATGAGGAGATATTTAATTACAATAACCATTTAAAAAAC 
CGTATATATCAATATGAAAAAGAGAAAGCAGAAACAGAAAACTCATGA 
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, FIGURES 

* * 

MTKRKXTINLNIQDAQKRTALHWACVNGHEEVV^^ 

VDVYGNMALHYAVYSE I LS WAKLLSHGAVI EVHNKASLTPLLLS I TKRSEQI VEFLLI KNANANAVNKYKCTALMLA 
VCHGSSEIVGMLLQQNVDVFAADICGVTAEHYAVTC^ 

TPDTAESLVEKTPDEAAPL.VERTPDTAESLVEKTPDEAASLVEGTSDKIQCLEKATSGKFEQSAEETPREITSPAKET 
SEKFTWPAKGRPRKIAWEKKEDTPREIMSPAKETSEKFTWAAK^ 

SKMIACPTKESSTKASANDQRFPSESKQEEDEEYSCDSRSLFESSAKIQVCIPESIYQK^EINREVEEPPKKPSAFK 

PAIEMQNSVPNKAFELKNEQTLRADPMFPPESKQKDYEENSWDSESLCETVSQKDVCLPKATHQKEIDKINGKLEESP 
NKDGLLKATCGMKVSIPTKALELKDMQTFKAEPPGKPSAFEPATEMQK^^ 

EENSWDTESLCETVSQKDVCLPKAAHQKEIDKINGKLEGSPVKD^ 

SAFEPAIEMQKSVPNKALELKNEQTLRADEILPSESKQKDYEESSWDSESLCETVSQKDVCLPKATHQKEIDKINGKL 
EES PDNDGFLKAPCRMKVS I PTKALELMDMQTFKAEPPEKPSAFEPAI EMQKSVPNKALELKNEQTLRADQMFPSESK 
QKKVEENSWDSESLRETVSQKDVCVPKATHQKEIY©^ 

KKKFCVLKKKLSEAKEI KSQLENQKVKWEQEIiCSVRLTLNQEEEKRRNADI LNEKI REELGRIEEQHRKELEVKQQLE 

QALRIQDIELKSVESNLNQVSHTHENENYLLHENCMLK 

TLKLKEESLTKRASQYSGQLKVLIAENTMLTSKIjKEKQD^ 

GDACLQRKMNVDVSSTIYNNEVLHQPLSEAQRKSKSLKINLNYAGDALRENTLVSEHAQRDQRETQCQMKEAEHMYQN 

EQDNVNKHTEQQESLDQKLFQLQSKNMWLQQQLVHAHKKADNKSKITIDIHFLERKMQHHLLKEKNE 
RIYQYEKEKAETENS 
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